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Figure S4. Genes uniquely decreased in AU rats under basal conditions are
subsequently increased with behavioral activation in AU-act rats and with spatial
learning in young. A. SAM d-statistic comparison between the basal dataset (AU v Al) and
behaviorally activated dataset (AU-act v Al-act) is shown as in Fig 4. Each dot represents a
single probeset, which have been color coded to show AU specific increased (red) and
decreased (blue) genes. The preponderance of AU decreased genes, defined in the text as
being differentially expressed relative to both young and Al under basal conditions are
increased in AU-act rats relative to Al-act. B. SAM d-statistic comparison between the basal
dataset (AU v Al) and young spatial learning dataset (Y-LA v Y-CTL) is shown. Each dot
represents a single probeset, which have been color coded to show AU specific increased
(red) and decreased (blue) genes. The preponderance of AU decreased genes are increased

Y-LA rats relative to control.



